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Fig 1. TIC of mAb Digests with Deamidated Peptides labeled
Table 1. Quantitative Analysis of Deamidated Peptides by Spectral Accuracy
Peak Elemental Charge| Rt m/z[Da] Spectral Spectral Quan of
Composition (min) Measured | Accuracy for | Accuracy Deamidated
Native Pepetide| for mixture (%)
1 | C68H112N20020S1 2 44.4 | 780.4213 96.59 99.35
2 455 | 780.9136 ) 0.046
C92H147N29037 2 44.5 | 1125.0514 87.29 08.77
2 45.3 | 1125.5443 i 0.17
C87H130N20030S1 2 52 | 9834711 97.36 97 70
2 53.7 | 983.9638 ) 0.02
C109H170N33039 3 52.3 | 855.0974 86.58 97 42
3 53.2 | 855.4270 ) 0.217
C124H184N3904151 3 55.7 | 969.1303 97.09 9754
3 56.8 | 969.4593 ) 0.03
C144H220N3704451 3 72 1 1067.8852 72.05 08.82
3 74.1 1068.2148 ) 0.536
C246H390N66079S52 4 88.8  1399.2306 96.01 98.37
4 85.5 |1399.4776 i 0.099
Fig 3. Spectral Accuracy Fig 4. Overlays of Calibrated
Calculation Parameters and Calculated Spectra
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